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Study on the Active Compounds of Yinqgiao Powder in the Treatment of COVID-9 in
Children Based on Network Pharmacology and Molecular Docking Technology
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Abstract: Objective: To explore the active compounds of Yingiao Powder for the treatment of corona virus diseasa( COVID-9) .
Method: Traditional Chinese Medicine System Pharmacology ( TCMSP) PubChem database and Swiss Target Prediction database
the active components and targets of Jinyinhua( Flos Lonicerae) Liangiao( Fructus Forsythiae) Jiegeng( Radix Platycodonis) Bo—
he( Herba Menthae) Niubangzi( Fructus Arctii) Zhuye( Herba Lophatheri) Jingjiesui( Schizonepeta tenuifolia) Dandouchi( Se—
men Sojae Preparatum) Gancao( Radix Glycyrrhizae) Lugen( Rhizoma Phragmitis) in Yingiao Powder were obtained; the PPI net—
work of Yingiao Powder target was constructed by using string database; through WebGestalt database and KOBAS 3.0 database
the target of Yinqiao Powder was analyzed by Gene Ontology ( GO) and Kyoto Encyclopedia of genes and genomes ( KEGG) en—

richment analysis and the potential pathways were screened and the mechanism of action was analyzed. Results: A total of 153 bio—
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active components and 580 targets of Yingiao Powder were screened out among which the core targets were PTGS2 HSP9OAA1
AR PCP4 and F7 which mainly involved PI3K-Akt signaling pathway MAPK signaling pathway apoptosis pathway cell aging
pathway and non-small cell lung cancer pathway. The results of molecular docking showed that the affinity of core compounds such
as flavonoids and kaempferol was similar to that of COVID-9. Conclusion: It is preliminarily revealed that Yingiao Powder may be
used to regulate multiple signal pathways such as PTGS2 HSP9OAA1 AR PCP4 F7 through the combination of angiotensin con—
verting enzyme 2 ( ACE2) and recombinant transmembrane protease serine 2 ( TMPRSS2) so as to play its overall regulatory
effect in the treatment of COVID-9.
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ment of COVID-9 in Children Based on Network Pharmacology and Molecular Docking Technology J . Acta Chinese Medicine
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The Pathogenesis of COVID9 ""Lung Collaterals Stagnation"

ZHANG Mingyuan XU Erping LI Yanan GAO Peng
Henan University of Chinese Medicine Zhengzhou Henan China 450046

Abstract: During the pathological evolution of corona virus diseasa( COVID-9) pathological changes of " lung collaterals stagna—
tion" are common. It is because of pathogens and their pathological products that block the lung collaterals which seriously affects
the functionof " lungs governing qi and breathing" resulting in dyspnea or hypoxemia and even acute respiratory distress syn—
drome leading to the damage of multiple organs and endangering the life of the patient. At different stages of the development of
COVIDH9 the causes and mechanisms of "lung collaterals stagnation" are different. In the early stage the pathogenesis is in ex—

cess which is mainly cold-dampness together with heat damaging the lungs; in the later stage it changes into the transformation
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