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Abstract: [Objective| To explore the relationship between RNA N6-methyladenosine(m6A) modification and traditional Chinese medicine
(TCM) kidney essence, summarize the similarities between the two, and expand ideas for exploring the essence of kidney. [Methods| By
consulting the latest domestic and foreign literature and ancient medical books, comparative studies on the source, physiological function,
and pathological mechanism of RNA m6A modification and kidney essence were conducted, and the relationship between the two was
summarized. [Results| The theory of kidney essence is at the core of the basic theory of TCM. The adequacy and deficiency of kidney
essence is related to the growth, aging and disease of human body. RNA m6A modification belongs to the category of epigenetics, which
affects the selective splicing, the stability, export, degradation and translation of RNA, and participates in various life activities of human
body. lts origin, physiological function and pathological mechanism are similar to kidney essence of TCM. [Conclusion] RNA m6A
modification is the microcosmic expression of kidney essence. Kidney tonifying herbs may play its therapeutic role by regulating m6A
modification, which provides a new idea for the modernization of TCM.
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&, N6—H I 1 (N6—methyladenosine ,m6A ) & i il
SETEMR OO N T FAR A — BB, 25
S5 A W) mRNA 1K 55 3F 4 % RNA (long non—coding
RNA,IncRNA) | 5 3% i /9 B B2 1, /v 5 1 Mt
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W FEMETTL3 | — N Jie 3030 T 5 METTL 14 51—~
9 FE WTI A 5¢ & 11 (WTI —associated  protein,
WTAP) 2k, 1] DLyl 25 B Ak g i 17 R AC e A 56 8
1 (fat mass and obesity—associated protein,FTO)Fl
ALKB @] & %5 (ALKB homolog 5,ALKBH5) 5 B& .
mOA LS & A FIRFR B ER 7, FE A HEYTHE R 1Y
YTHZ5 #9325 F11-2(YTH domain—containing protein
1-2,YTHDC1-2) FIYTHDF1-3 ., 5B A
(heterogeneous nuclear ribonucleoprotein, HNRNP) Z¢
JETHNRNPCHIHNRNPG B 2 A A2 KA 12 mRNA
%4547 M (insulin-like growth factor-2 mRNA-binding
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RNAir iz F1 2 e i 51 24 ) ok 7
3 BEES5meAEIGRIHEEM

B & RNA H AL B 0F 58 B0 AR W IR A, F9E K
W mOA B R IR 2 5 LR, S
CERRYAE S HAENUA R A K RE B IR
o R R ERAE A G S Z AR AL P B R
1 =2 I fe JL T #F 58 A mO A i rh 75 B K 2L,
3.1 mOABHMERIT S HRIHZERL PR
RZAGHIG RZAGARGE & W7, Je R AR T 5Bk
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L FTO I 235 R AL 1 A 107 A& )R g ST AR, I3 2ot
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binding protein 1c,SREBP1c) i 12 0 i Jig i, M 1 2
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tein kinase, MAPK) . #% Al F —kB (nuclear factor-«B,
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phatidylinositol-3—kinase—protein kinase B,PI3K-AKT)
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A B A0 1 DR o3 3 EE DG FE ST METTL3 Ay %
(9 mOA & 1 2 B O HF 41 i ol 2 R BE B T 5% 4 BT b
Y R 7E AR A X — T T, mO A& 5 R Y
TIREAHZEAL
3.3 mOAMEM e AL S A AR AE AR B
I RNAH AL RE 4 R 4 Me T g % Sk (M 225k 2 iF
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3301 EEMAMHXER AR EEZESERLRE
YIS | B A R, (F ) Bl R
i) = LUAEkEE, Rophkad... . R3Em K
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JCRATC B A ARAS  BRG 7 H e i AR AR I N B G
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W, mOABIE R S5 TR R O
SR, TSRS A R K A R
TEE B A 18] 78 5 40 A mOAE i K T R H B
PP, — T EE X AR R AR N A JE I S A A0
(peripheral blood mononuclear cell,PBMC) (1) 8 5 &
P, 4 AN BIPBMCH argonaute 28 FImRNA ) m6A 7K
-3 mOA & i 7T LA i 3 1 A SN RNA (mi-
croRNA ,miRNA ) & ik A 1 20 ffg 5220 [A] i, m6A
5 &R R O6 R %00, p21 1] LU i moA B 1 1 4R
AR I8, I VAT A0

M5 5 B A C W Z R, ansh ks L Ak Hi
He CH BB AN iR AF 8 2R BE H RNA P B AL K7 i 2k
AR R B A Sl K AR Rk 1 e B TR AR R AR L
AR LA HLE R Ry T T B R O R i B, £
TG At o B TR S B ok ok R A A ) S AR
TEFRE e 20 2 Jikook R A Ak BB AR R A R Y
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mRNA H AL 7K - B A, AR %5 B2 IR 2R 1 2 (R mO A 7K
S FVE E BE BRI B2 R 1) 20 ST e 6 PR R B iR 1
A5 EORS AN R  U)AH OGS i S B 2 0 B RS T R
RGN L Bk Bl 7, il — TR 58 R B 5 0 AR
2H H R, B JR Ok I B (Alzheimer disease, AD) 7N Kl
FFMETTL3 235 38 i, FTO 23k Jak 210 <5 R A ] 5
ANBEIHE ™ Bl T A, AT B A S AL
KHAETH R, BHARSECEHEMMA AR,
B L SR MR R, moABIA NS S T
BT LV T B BTE A 1Y & A K S, P METTL3
FIFTOZ 5 T g Wi ¥ 543 A6 B 43468, METTL3
FENZE A TG FARE FI R ST ER /N BB AL R o AR
T mOoAEME K, vl RS AN SRS R B A E 1) 7
FERL 2 —1, e 2z Ry 1B Bl I & AR
FR A T AL 3 L I DL R R A B R I 2 20 M b
Jed A B A T R i RE R G LA I A B B T
D U B BE 7 R B AL AIF SRR BT mOA K - Y S
HARAR 5 MR Y K A R R AR DG A FE I |
e FLAR R CE SR e S 2 i i R 4 A A
mOA 1 5 ¥, RNA W B R Bl 5 HY 5L Bl Flm6A
HEEEALEEZFEEREN ANLEMEAL h -
], A2 T i 5 DR A o RV 2 11 R T 3 R A
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s 1) B KR
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&M, W AFAE A ST 0 PR 3 LA, L7 5 5 ]
SRR K WS R R AR A
B2 A% 22 PR A NS JHE R L PR 55 . IR 2
P G2 kst = ) R P R HE LR N I R, (PHE O
BRI Z IR SR R B Y], (f
RAFZYVICEA RE RS2, ikt AZ
i B2z MBS AR R VE T . mOAIE I
7B o R IR W A bt & T S B M, FTO
30 o S T2 MmO A 7K T ok I 45 g 1D A . FTORE 3
IREG I T /N B AR R ITRE A 5 S T 1T FTO )
Bk B ALK 1 B I Jo 2 IS e A 53 f PR S AL T
BE2frp T, (R Y = “ HNE RS R 559 3, SR T



B BB R S, SR TR PRI AL LA B A AR
o B R 2 2 1 AR AR I 98 i A D) BT BE P R
BORGASE  IE Q0 Xk T ST O 5 A 1) O AN g
RS IKAT e eee "m6 A KV FEBE PR B Th WA AR
SR, 28D PR B E mOA K- TR, IMFTO
METTL3 METTLI4FIWTAPZ i 7K - T 5 METTL3
2 JH i 5 R0 A 250 A Y R T R METTL3 /9 3k
IR AT A AR ZE AL, o = R PR i A
HU & T BE A vh XU i AILE 8 B PR 2 A
AL 9 BRI AE S IR B et R 0 R
A RN Bl SRR AL TR AMIF SR R B me AL
iU JIL B R B I PE T (ischemia/reperfusion , I/R)
40 B T ML, 0 H m6A FF AL T R 2R v b
/R 45 51, METTL3 A 3 i m6A ' 3 1k 5 4% 3% jin
miR—335 M A5 B, 1 177 2 S e dfe o 4 vl DR 1 7 95
SR PR T B, S U0 i 28 e A0 N A O T

B B 2% 180 2t B X o L ) — > B A AR
BT BH 2 O IE B BH A AR AS B rhoRs SOAS 2B BH 2K i
AT B 2 BRI A 2 AR RS A B Al . mOA
& i 2 FLAZAE I mRNA H fi 3 36 RN A FH AR 28 78
J7Z 2 5mRNACHE, IR mRNA B R E 3542 , RNA-
AR AR P RUER 35, A6 R YT 40 L AR A W 3 R R
Z A BT RE A B DX 358 ol 3 OGS, 2R
TR AE EmO A B i 7K T B HY ARl () 98 49 2Rl L 25 1
FIF AT LA Ui m6 A & i 2% A7 2 1B R 22 B FH 2 A5 78 SO0
JE T Y BRI
4 BE

WRVLE R e K2 A B 5 AKRDNAZERL, R4
RNAH Ak 584G A0, 3 5 52 B 5 RN AETE T
KBS, 55 ook OE AL, 25 AR R A
5 3, AE R LR IE 8 AR 3 I RE | = B T fiE 1 SO0 Ak
TR,

O Z W dE 4B 25 ] DL s ALK
DNA AR 7K P934 2 v 24 TR 5~ (18 32 28 380 4
A T 38 3 4 5 DNA A | 2 5 AR 14045 44 11
SH-SY5Y 4 136 77, el 4 M B 85, o] 17 2 42 UR
T AT AR I N BRI A 2 2 Rh LR R AR KO
R IE 28 3% 2 VR Y (R H T 2 T im6 A
B AT T AR 5 2 DL R B AN B b 25 X% Fm6A & i
OS2 R WL ARGE . T mOA B i 5 b 12 RS 1E SR TR
A PR e BRI B A RN, AR X A S TR
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