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Abstract  A program based on MATLAB 7.0 platform was developed to locate characteristic peak position and 

calculate net area of characteristic peak. The formula for the calculation of relative standard deviation of net peak area 

by Sterlinski’s method was found excellent in searching single peaks and resolving overlapping peaks in high 

resolution gamma-ray spectrum. Gaussian function fitting method using Levenberg-Marquardt algorithm was applied 

to calculate net area of peaks. A standard test spectrum supplied by the IAEA in 1995 was analyzed by the program 

and another two widely used commercial software. The analysis results show the program was superior to the latter 

two in searching single peaks and resolving overlapping peaks. The optimized fitting indexes are found between 0.962 

and 0.996, which shows that the program adopted is feasible and accurate for extracting the net peak area in high 

resolution gamma-ray spectra. 
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1 Introduction 

Gamma decay is usually accompanied by beta or alpha 

decay, and the induced gamma-ray is found to be 

generated by the interaction between neutrons and the 

matter. Therefore, the analysis on γ-ray energy 

spectrum can be regarded as an important means for 

identifying the kinds of radioactive nuclide and its 

content in most cases. The energy resolution of γ-ray 

spectrometer is a primary factor in accuracy 

determination of gamma radionuclide analysis. 

Meanwhile, high precise energy spectrum analysis 

software is also required. Qualitative analysis of γ-ray 

spectrometer is based on the accurate localization of 

characteristic peak position of gamma radionuclide, 

while quantitative analysis is determined by accurate 

calculation of net area of characteristic peak especially 

in the case of multiple. However, many of weak peaks 

are lost and a lot of false peaks are found in analysis 

reports of Genie2000 and GammaVision 32[1], which 

are commercially available and have been widely 

applied in γ-ray energy spectrum analysis[2], and the 

net area of single peaks of an overlapping peak can not 

be calculated. The above commercial packages are 

often set up some ‘black boxes’ to users, by which 

users are unable to get more useful information. In this 

paper, a program is introduced to locate characteristic 

peak position and calculate net area of characteristic 

peak especially for overlapping peak, which can 

provide an accurate basis for analysis and help to 

determinate radioactive nuclide emitting γ-ray. 

2 Peak Searching Scheme 

When net peak area was calculated by Covell’s 

method (COLm) and Sterlinski’s method (STEm), 

which are described as relative standard deviation 

(RSD) of net peak area respectively[3]. And m is the 

offset of the peak position to its boundary. 
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COLm and STEm were only used to determine 

width of peak, which had been discussed in Ref.[3]. In 

these processes, the m corresponding the minimum 

COLm and STEm was picked out. The width of peak 

was 2m+1. On the contrary, suppose the m was fixed, 

if COLm and STEm were calculated through the whole 

spectrum, the abnormity may appear in peak. It is very 

likely that COLm and STEm can be used to locate the 

peak position in high resolution gamma-ray spectra. In 

this section, COLm and STEm were studied in peak 

position identification. The detailed analysis is as 

follows. 

Ideal characteristic peak of γ-ray spectrum is 

described as Eq.(1) 
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where the parameters of j-th Gaussian function are Aj, 

mpj and σj. k is the total number of ideal Gaussian peak. 

Bi is the background counting in i-th channel. An ideal 

characteristic peak of γ-ray spectrum can be obtained 

by equation 1 with k=1, A1=200, mp1=56, σ1=2 and Bi ≡ 

40. It has been transformed by COLm and STEm under 

m=2, and the results are shown in Fig.1. 

 

Fig.1  Transformed results of ideal γ-ray spectrum (A=200, 
mp1=56, σ=2, Bi≡40) by COLm and STEm 

From Fig.(1), the results transformed by STEm 

appear positive anomaly around the peak position; and 

by COLm around the peak position and at the 

boundaries. It was considered preliminarily that STEm 

can be regarded as peak-seek algorithm. But its 

resolving ability to overlapping peaks remains 

undiscovered. It is studied as follows. 

An ideal two-overlapping peaks of gamma-ray 

spectrum is calculated by equation 1with k=2, A1=300, 

mp1=50, σ1=2, A2=100, mp2=56, σ2=2 and Bi≡30. The 

results transformed by STEm are shown in Fig.2. (1) 

Positive anomaly discontinuities occur twice in the 

width of above double peak while m=2, which 

indicates that this method has the ability to resolve the 

overlapping peak. (2) Only one continuous positive 

discontinuity is found in the transformed results while 

m=6. In the follow-up peak-seek processing, we 

should firstly determine characteristic peak in the 

energy spectrum for following analysis under m=3σ, 

then find out the number of overlapping peaks under 

m=σ. (3) Because the transformed result has no 

meaning for searching peaks when it’s less than 0, it 

will be set zero by program in subsequent calculations. 

In fact, the program just needs the maximal value 

within a successive positive value, the others will be 

removed. 

 

Fig.2  Transformed results of overlap of peaks in ideal γ-ray 
spectrum by STEm 

In the above discussion, scattering background 

functions are constants. When the scattering 

background line has statistical fluctuation, it is 

necessary to verify the validity of the transformation 

results. So we use a formula [3] instead of a constant to 

describe the scattering background spectrum (Eq.2). 

Bi=b+[–2bln(x1)]
0.5sin(2πx2)      (2) 

where Bi is the background counting in i-th channel. b 

is the average counts of scattering background. x1, x2 

are random numbers between 0 and 1, which were 

acquired by Mersenne Twister algorithm[5] in the 

follow-up program. 
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The following steps were used to compile 

program in MATLAB 7.0 platform. 

(1) 10 001 pieces of scattering background 

spectrum were obtained by Eq.(2) when b=i×100 and i 

varied from 1 to 10 000 at the total channels of 16 384. 

(2) All of the above scattering background 

spectrum were disposed by the optimal filtering 

algorithm[1] to reduce the influence of statistical noise. 

(3) Each scattering background spectrum was 

transformed by STEm with m varying from 1 to 15, the 

maximum MAXm,b of the transformed results can be 

acquired with fixed b and m. 

(4) The maximum and minimum of MAXm,b 

were acquired from different scattering background 

levels with the same m, described as MAXm and MINm 

respectively, the results are shown in Fig.3. 

 

Fig.3 Calculated results of background spectrum from 
Spravochnik’s function by STEm 

From Fig.3, the MAXm and MINm decrease 

with m. For a certain m, if the maximum value MD in 

the continuous positive abnormal points of the 

transformed results is greater than MAXm, there is a 

peak. If MD is less than MINm, no peak can exist at the 

channel. Otherwise, there may be a suspected peak. 

The capacity of removing false peaks and, at 

the same time, retaining real peaks are primary factors 

in judging the peak searching algorithm. Detection 

limit is used to distinguish suspected peak in this paper. 

The specific steps are as follows. 

(1) The scattering background of full spectrum 

is deducted by SNIP method[1,6,7]. 

(2) If the peak width is less than the FWHM, 

the suspected peak will be removed. 

(3) If the peak width is not less than the 

FWHM, net area of discovered peak is calculated by 

Gaussian fitting using Levenberg-Marquardt Method. 

(4) Input confident probability (1–α) into the 

program to calculate the confident interval kα; and the 

detection limit (LD) by Eq.(3). If net area of discovered 

peak is lager than LD, the peak will remain. Otherwise 

the peak will be removed. 

LD=kα
2 +2kα(2IB)0.5                (3) 

where IB is the total counts of scattering background in 

the range of width of discovered peak. 

3 Gaussian Function Fitting Method 

There are lots of methods in calculating characteristic 

peak area at present. Total peak area method is widely 

used in most commercial software, in which fitting 

function of scattering background is step function. 

With the development of computer technology, 

Gaussian fitting method is increasingly used to 

calculate net area of single-peak or overlapping 

peak[8–10]. However, different authors used different 

fitting algorithms, such as three point Gaussian fitting, 

Newton method, and so on. The full spectrum 

scattering background was deducted by SNIP method 

in this article. Then, the remaining counts were fit by 

Levenberg-Marquardt algorithm[11] in the range of 

width of peak. The fitting quality was evaluated by the 

fitting optimization index (R2)[12]. 

R2=1–[Σ(y׳i–yi)
2]/[Σ(y׳i–yp)

2]        (4) 

where R2 is the correlation coefficient, yi ׳ is the fitting 

data, yi is the original data, and yp is the average of 

original data. 

The initial parameters of Gaussian function 

must be inputted before fitting by Levenberg- 

Marquardt algorithm. Here, we got the information of 

the peak position and peak height by the peak 

searching method described above. The initial value of 

FWHM at the same channel was calculated by 

calibration curve of FWHM which was obtained by 

interpolation method[13]. Before the fitting to 

overlapping peaks, the initial FWHM should be 

obtained by the FWHM of the calibration curve at the 

maximum counting. 
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4 Experimental Analyzing 

A standard spectrum namely STRAIGHT was applied 

to test peak searching and net area fitting method in 

this paper. This spectrum is widely used to test peak 

searching algorithm supplied by the IAEA in 1995[14]. 

The IAEA also gives both exact peak position and net 

area of all peaks in the STRAIGHT spectrum. 

Accordingly, the peaks in STRAIGHT spectrum were 

classified by net area of peak. If the net peak area is 

larger than 400, the peak is classified as super-peak. 

The peak is defined as strong peak with the net peak 

area varying from 100 to 400. Likewise, the weak 

peak has net peak area varying from 10 to 100. All 

other peaks are classified as ultra-low peak.

 

Table 1  Analysis results of the program and several γ-ray spectrum analysis software for test spectra STRAIGHT. 

Genie2000 Information of STRAIGHT test spectra (Range 
characteristic peak by net area S) 

GammaVision 32 
ST*=2 ST=1.5 ST=1 

this paper 

Super-high peaks S>400 41 40 25 33 39 41 
High peaks 400>S>100 46 22 6 8 19 28 
Weak peaks 100>S>10 71 2 1 4 8 10 
Ultra-low peaks 10>S>0 15 0 0 0 0 0 
Total 173 64 32 45 66 79 
Misses 109 141 128 107 94 
False peaks 1 1 18 37 1 

*ST is significance threshold for peak searching. 

Two kinds of commercial gamma-ray spectrum 

analysis software, Genie2000 and GammaVision 32, 

were used on STRAIGHT spectrum and the analysis 

results were shown in Table 1. Before searching peaks 

by Genie2000, users must set the value of significance 

threshold to remove the false peaks in terms of past 

experiences. This is a great challenge for new users. 

The larger threshold, the fewer false peak, but more 

real peaks will be removed at the same time. In the 

capability of both removing false peaks and retaining 

real peaks, GammaVision 32 is better than Genie2000 

by comparing analysis results in table 1. Only one 

super-peak is left out by GammaVision 32, which is an 

overlapping peak at the positions of 683.3 and 685.7. 

All other overlapping peaks are distinguished by 

GammaVision 32, such as peak positions of 871.8 and 

879.4, 967.1 and 972.4. The above analysis shows that 

the resolution capability of overlapping peak should be 

strengthened when two peaks are close to each other. 

The program was proposed in this article by 

following steps: (1) The FWHM at mid-channel of 

gamma-ray spectrum was obtained after FWHM 

calibration, defined as FWHMm. (2) Filtering 

instrument spectrum. (3) Transforming instrument 

spectrum by STEm under m=round (3×FWHMm/2.355). 

Both real peaks and suspected peaks in above 

instrument spectrum were marked by comparing 

transformation results with MAXm and MINm. (4) The 

above step was repeated under m=round (FWHMm/ 

2.355). (5) The channel number that corresponds to the 

maximal value within the range from mp-round (1.5 × 

FWHMm) to mp+round (1.5×FWHMm) was found to 

replace peak position mp with step 3 and 4, and the 

peak was marked as single peak. If the same channel 

was obtained at neighboring peak position, the channel 

number at sub-maximum was used to replace the later 

peak position. Then the two peaks were marked as an 

overlapping peak. Like this, all overlapping peaks can 

be verified and marked. (6) If a peak was verified 

under above different m conditions and was marked as 

single peak, the peak is judged as a real peak. Net-area 

of all other peaks was acquired by the above Gaussian 

function fitting method. Finally, detection limit was 

calculated to distinguish all other peaks. 

The above steps were used to develop program 

in MATLAB 7.0 platform and analysis results were 

shown in the last column of Table 1. In Table 1, the 

developed program can distinguish all overlapping 

peaks, and the capability of both removing false peaks 

and retaining real peaks are superior to the above two 

widely used commercial software. 

Gaussian function fitting method was applied 

in full spectrum and the optimal fitting indexes were 

between 0.962 and 0.996, which shows that the 



336 WU Hexi et al. / Nuclear Science and Techniques 23 (2012) 332–336 

instrument spectrum is extracted accurately by 

Gaussian-function fitting method. A segment of fitting 

results were shown in Fig.4. 

 

Fig.4  Gamma-ray characteristic peaks by Gaussian- function 
fit method after deducting the background by SNIP method 
based on Levenberg-Marquardt method. 

5 Conclusions 

By analyzing RSD of net area of ideal 

Gaussian peak, positive anomaly was found around the 

peak position. The transformed results of an 

overlapping peak show that positive anomaly 

discontinuity occurs twice in the width of the 

overlapping peak under m=σ. These primary analyses 

indicate that STEm can not only search single peak but 

also has the ability to resolve an overlapped peak. 

To validate the feasibility of the algorithm 

when scattering background has strong statistical 

fluctuations, we simulated 10 001 pieces of scattering 

background by Spravochnik formula with b varying 

from 100 to 1 000 000. By analyzing the scattering 

background, MAXm and MINm were obtained. At a 

certain m, if the maximum value MD in the continuous 

positive anomaly points of the transformed results is 

greater than MAXm, there is one peak at least. If MD is 

less than MINm, no peak exists at the channel. If the 

value of MD is between MAXm and MINm, there may 

be a suspected peak, which can be detected by 

detection limit. So this method can overcome the 

effect of scattering background. 

A program based on MATLAB 7.0 platform 

was developed and the validity was tested by 

STRAIGHT spectrum (provided by IAEA in 1995). 

The test showed that the program proposed in this 

paper can distinguish all overlapped peaks, and the 

capability of both removing false peaks and retaining 

real peaks is better than Genie2000 and GammaVision 

32. At the same time, this program has an algorithm to 

calculate net area of any peaks. The optimal fitting 

indexes were from 0.962 to 0.996 by test, which 

proved the accuracy of the net peak area calculation 

algorithm. But the validity in quantitative analysis 

needs further study. 

References 

1 Wu H X, Yuan X Y, Liu Q C, et al. Atom Energy Sci 

Technol, 2012, 46: 1142–1146. 

2 Xie F, He X B, Jiang W G, et al. Nucl Sci Tech, 2011, 22: 

304–306. 

3 Pang J F. gamma-ray energy spectrum data processing. 

Xian, Shanxi scientific and technical Publishers, 1990, 

365–375. (in Chinese) 

4 Abramovitz M, Stigan I. Spravochnik po special'nym 

funkciyam (Handbook of Special Functions). Moscow, 

Nauka, 1979. 

5 Matsumoto M, Nishimura T. ACM transactions on 

modeling and computer simulation, 1998, 8: 3–30. 

6 Wu H X, Liu Q C, Yang B, et al. Nucl Tech, 2010, 33: 

513–516. 

7 Morháč M, Matoušek V, Turzo I, et al. Nucl Instrum Meth 

Phys A, 2006, 559: 76–80. 

8 Josef U, Gerg R, James T. Nucl Instrum Meth Phys Res A. 

2010, 619: 457–459. 

9 Fu C, Wang N P. Nucl Sci Tech, 2010, 21: 214–217. 

10 Li J Q, John D V, Asad E R. Nucl Instrum Meth Phys Res 

A. 1999, 422: 438–443. 

11 Madsen K, Nielsen H B, Tingleff O. Technology report: 

Informatics and mathematical modeling, Technical 

University of Denmark. 2004. 

12 Ni Z C. Medical statistics. Beijing, People’s Medical 

Publishing House, 1990, 143–148. 

13 Markevich N, Gertner N I. Nucl Instrum Meth Phys Res A. 

1989, 283: 72–77. 

14 Blauuw M. Nucl Instrum Meth Phys Res A. 1999, 432: 

74–76.

 

 

 

 


	Information retrieval methods for high resolution γ-ray spectra
	1 Introduction
	2 Peak Searching Scheme
	3 Gaussian Function Fitting Method
	4 Experimental Analyzing
	5 Conclusions



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 600
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 600
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1800
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


